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Please amend claims 1, 2, 6; 7, 10, 11 and 12 as follows. 

This listing of the claims replaces all prior versions of the claims in the application. 

1. (Currently amended) An isolated cDNA, or the complement thereof, comprising a nucleic 
acid sequence encoding a protein having an am ino acid sequence of SEP ID NO: 1 selected froin 
the grou p euu.si3Ung ^of- 

a) Ail amino acid sequence of GEQ ID, NO: 1 ; and 

b) a naturally ULeuuing variant of t he amin o acid sequence o f SCQ ID NO.l having at 
lotot 9 0% idemiLy to the amino acid sequence of SEQ ED NO: 1 

2. (Currently amended) Alt isolated cDNA comprising a nucleic acid sequence selected 
from: 

a) SEQ ID NO:2 or the complement thereof; 

b) a fragment of SEQ ID NO:2 consisting of selected fr o m SEQ ID NOs 4-6 or the 
complements thereof; and 

c) a variant of SEQ ID NO:2 consisting^! selected fro m SEQ ID NOs:7-10 or the 
complements thereof . 

3. (Original) A composition comprising the cDNA or the complement of the cDNA of claim 
1 and a labeling moiety. 

4. (Original) An expression vector comprising the cDNA of claim 1 . 

5 . (Original) An isolated host cell comprising the vector of claim 4. 

6. (Currently amended) A method for tt sing a eDNA lu pioduee producing a protein having 
an amino acid sequence of SEP ID NO: 1 . the method comprising: 

a) cujturing the host cell of claim 5 under conditions suitable for protein expression; and 

b) recovering the protein from the host cell culture. 
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7. (Currently amended) A method for using a cDNA to detect expression of a nucleic acid 

encoding SEP ID NO:l in a sample comprising: 

a) hybridizing the composition of claim 3 to nucleic acids of the sample, thereby forming 
hybridization complexes, and 

b) comparing hybridization complex formation with a standard, wherein the comparison 
indicates expression of the cfoNA nucleic acid in the sample. 

8. (Original) The method of claim 7 further comprising amplifying the nucleic acids of the 
sample prior to hybridization. 

9. (Original) The method of claim 7 wherein the composition is attached to a substrate. 

10. (Currently amended) The method of claim 7 wherein increased expression of the cDNA 
nucleic acid in the sample when compared with a standard of normal tissue is diagnostic of clear 
cell sarcoma. 

1 1. (Currently amended) A method of using a cDNA i P screening a plurality of molecules or 
compounds for a molecule or compound that specifically binds the cDN A of claim 1 . the method 
comprising: 

a) combining the cDNA of claim 1 with a plurality of molecules or compounds under 
conditions to allow specific binding; and 

b) detecting specific binding, thereby identifying a molecule or compound which 
specifically binds the cDNA. 

12. (Currently amended) The method of claim 1 1 wherein the molecules or compounds are 
selected from DNA molecules, RNA molecules, and artificial chromosome constructions; 
pepttdes[[,]]ira mcripti o n fact o rs, and re pr esso r s . 
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